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Neuroconductor Developer Workflow

What is Neuroconductor? | Example Imaging Workflow

Neuroconductor (https://neuroconductor.org/) is a a centralized

Typical Imaging Workflow | Neuroconductor Workflow

repository of R software dedicated to medical image analysis.
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Allow medical imaging to use all R has to offer:
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GitHub - a online hosting service of git repositories. All Neu-
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roconductor packages are hosted on GitHub.

Current Neuroconductor Capabilities

Before uploading to GitHub, checks are performed, a con-
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Capabilities Packages bash - shell scripting FSL (FMRIB Normalization Tools) flrmz.atory -emal.l s sent (reduce spam), and Travis/Appveyor
DICOM Images oro.dicom, dem2niir, divest, ANTsR is usually required for Software Library) - - state-of-the-art configuration files are added
NIfTI Images oro.nifti, RNifti, ANTsR command-line tools suite of neuroimaging Fr=1 tools for Travis Cl (continuous integration) - an online service of
Image Registration spm12r, fslr, ANTsR, freesurfer or pipelining analysis tools PR neuroimaging Linux/Mac OSX virtual machines that build and check pack-
Inhomogeneity Correction spm12r, fslr, ANTsR analysis ages
Brain Extraction spm12r, fslr, ANTsR, extrantsr SPM 12 - statistical
Structure Segmentation spm12r, fslr, ANTsR, extrantsr, freesurfer MRIcroGL - imaging : param.etric mapping, AppVeyor - a similar Cl service that builds and checks pack-
Intensity Normalization WhiteStripe, neurobase, ANTsR ’ analysis suite, with »' OsiriX - <tandalone 72 requires I\/IATLA.\B ages on Windows
3D Smoothing ANTSR, spml2r, fslr dem2nii - DICOM to DICOM viewer e I\(AMathVﬁOrki'tNatjgz)
Temporal Filterin spm12r, fslr, ANTsR . — assachusetts, . .
S“C:timing Corr:;tion P com12r, fslr NItTI software - analysis tools for Potential Downsides to Neuroconductor

- : PET /SPECT /fMRI
)T models rcamino, oro.dti, sl : : = More control over the workflow = more work (e.g. for statisticians)

Data PaCkages « Users need external software (versions/installation)
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